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Sequences 1-40 (some did not sequence) panning 3 expt l 



His Thr Thr Val -Tyr Gly Ala Gly 
CAT ACG ACT GTT TAT GGG GCT GGT 

Thr Glu Thr Pro Tyr Pro Thr Gly 
ACT GAG ACG CCT TAT CCT ACT GGT 

Leu Thr Thr Pro Phe Ser Ser Gly 
CTT ACT ACT CCG TTT TCG TCG GGT 

Gly Val Pro Leu Thr Met Asp Gly 
GGT GTG CCT CTT ACG ATG GAT GGT 

Lys Leu Pro Thr Val Leu Arg Gly 
AAG CTT CCG ACT GTT CTG CGG GGT 

Cys Arg Phe His Gly Asn Arg Gly 
TGT CGC TTT CAT GGG AAT CGT GGT 

Tyr Thr Arg Asp Phe Glu Ala Gly 
TAT ACT CGG GAT TTT GAG GCT GGT 

Ser Ser Ala Ala Gly Pro Arg Gly 
TCG TCG GCG GCT GGT CCG CGG GGT 

Ser Leu lie Gin Tyr Ser Arg Gly 
TCT CTG ATT CAG TAT TCG AGG GGT 

Asp Ala Leu Met Trp. Pro UKN Gly 
GAT GCT CTT ATG TGG CCT NTG GGT 

Ser Ser UKN Ser Leu. Tyr He Gly 
TCG TCT CNT TCG TTG TAT ATT GGT 

Phe Asn Thr Ser Thr Arg Thr Gly 
TTT AAT ACT TCG ACG CGT ACG GGT 

Thr Val Gin His Val Ala Phe Gly 
ACT GTG CAG CAT GTT GCT TTT GGT 

Asp Tyr Ser Phe Pro Pro Leu Gly 
GAT TAT TCT TTT CCG CCT CTT GGT 

Val Gly Ser Met Glu Ser Leu Gly 
GTG GGG TCT ATG GAG TCG TTG GGT 

Phe UKN Pro Met He UKN Ser Gly 
TTT CAN CCG ATG ATT NGN TCG GGT 

Ala Pro Pro Arg Val Thr Met Gly 



GCG CCT CCG CGG GTT ACT ATG GGT 
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Tyr Leu Asn Ser Thr Leu Ala Gly 

TAT CTG AAT TCT ACG CTT GCT GGT 

His Leu His Ser Pro Ser Gly Gly 

CAT CTT CAT AGT CCG TCG GGG GGT 



Figure 2 
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Translated sequences 41-80 (not all sequenced) panning #3 



Thr Leu Pro His Arg Leu Asn Gly 
ACT CTG CCT CAT CGT CTG AAT GGT 

Ser Ser Pro Arg Glu Val His Gly 
TCG AGT CCG AGG GAG GTT CAT GGT 

Asn Gin Val Asp Thr Ala Arg Gly 
AAT CAG GTT GAT ACG GCT CGG GGT 

Tyr Pro Thr Pro Leu Leu Thr Gly 
TAT CCT ACG CCG CTG CTG ACT GGT 

His Pro Ala Ala Phe Pro Trp Gly 
CAT CCT GCT GCT TTT CCT TGG GGT 

Leu Leu Pro His Ser Ser Ala Gly 
CTT CTT CCG CAT TCT AGT GCT GGT 

Leu Glu Thr Tyr Thr Ala Ser Gly 
CTT GAG ACT TAT ACG GCT TCT GGT 

Lys Tyr Val Pro Leu Pro Pro Gly 
AAG TAT GTG CCT CTG CCG CCG GGT 

Ala Pro Leu Ala Leu His Ala Gly 
GCG CCG TTG GCT CTG CAT GCG GGT 

Tyr Glu Ser Leu Leu Thr Lys Gly 
TAT GAG TCG CTG CTG ACT AAG GGT 

Ser His Ala Ala Ser Gly Thr Gly 
TCT CAT GCG GCT TCT GGT ACT GGT 

Gly Leu Ala Thr Val Lys Ser Gly 
GGT TTG GCG ACT GTT AAG TCT GGT 

Gly Ala Thr Ser Phe Gly Leu Gly 
GGT GCT ACG TCT TTT GGG CTT GGT 

Lys Pro Pro Gly Pro Val Ser Gly 
AAG CCG CCT GGG CCG GTG TCG GGT 

Thr Leu Tyr Val Ser Gly Asn Gly 
ACT CTT TAT GTT TCT GGG AAT GGT 

His Ala Pro Phe Lys Ser Gin Gly 
CAT GCT CCG TTT AAG TCT CAG GGT 

Val Ala Phe Thr Arg Leu Pro Gly 
GTG GCG TTT ACG CGG CTT CCG GGT 




3. (3heeJ- 7 f .41) 
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Leu Pro Thr Arg Thr Pro Ala Gly 
C?G CCG ACT CGT ACG CCG GCT GGT 

Ala Ser Phe Asp Leu Leu lie Gly 
GCG AGT TTT GAT CTT TTG ATT GGT 

Arc Met Asn Thr Glu Pro Pro Gly 
CGG ATG AAT ACT GAG CCT CCG GGT 

lvs Met Thr Pro Leu Thr Thr Gly 
aX§ A?G ACT CCT CTG ACG ACT GGT 

Ala Asn Ala Thr Pro Leu Leu Gly 
j£? GCG ACG CCT CTG CTG GGT 

Thr He Trp Pro Pro Pro Val Gly 
ACT ATT TGG CCT CCG CCT GTT GGT 

Gin Thr Lys Val Met Thr Thr Gly 
CAG ACT AAG GTG ATG ACG ACG GGT 

Asn His Ala Val Phe Ala Ser Gly 
AAT CAT GCT GTT TTT GCT AGT GGT 

Leu His Ala Ala UKN Thr Ser Gly 
CTG CAT GCG GCT ANT ACG TCG GGT 

Thr Trp Gin Pro Tyr Phe His Gly 
ACG TGG CAG CCG TAT TTT CAT GGT 

Ala Pro Leu Ala Leu His Ala Gly 
GCG CCG TTG GCT CTG CAT GCG GGT 

Thr Ala His Asp Leu Thr Val Gly 
ACG GCG CAT GAT CTG ACT GTT GGT 

Asn Met Thr Asn Met Leu Thr Gly 
AAT ATG ACT AAT ATG CTT ACT GGT 

Gly Ser Gly Leu Ser Gin Asp Gly 
GGT TCT GGG CTG TCT CAG GAT GGT 

Thr Pro He Lys Thr He Tyr Gly 
ACG CCG ATT AAG ACG ATT TAT GGT 

Ser His Leu Tyr Arg Ser Ser Gly 
TCG CAT CTG TAT CGT TCT AGT GGT 



Figure 3A 
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Figure 3B 
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EL4 cells pulsed with OVA peptide 
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Figure 4B 
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Figure 5A 

9090 T EL4 cells pulsed with OVA peptide 



-»-OVA-BiP 


Singte 


-1 


-A-OVA-BiP 


Single 


-2 


-D-OVA-BiP 


Double 


-1 


-*-OVA-BiP 


Double 


-2 



80% J 
70% - 
60% - 
50% -- 
40% - 
30% -- 
20% - 
10% -- 

0% + 

i 

-10% x 



Figure 5B 
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Figure 6 A 
EL4 cells pulsed with OVA peptide 
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Figure 6B 
EL4 cells only 
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